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Species Gene Symbol Gene ID GenBank Accession Transcript
Human RNF2 6045 BC012583 NM_007212
About the gene

Official Symbol RNF2

Previous Symbol -

Official Full Name | ring finger protein 2

Synonyms BAP-1; BAP1; DING; HIPI3; RING1B; RING2
Location 1g25.3

Gene Type protein-coding gene

Uniprot ID Q99496

Pathway/Library Ubiquitin Ligases Genes Library

Polycomb group (PcG) of proteins form the multiprotein complexes that are important for the transcription
repression of various genes involved in development and cell proliferation. The protein encoded by this
gene is one of the PcG proteins. It has been shown to interact with, and suppress the activity of,
Gene Summary transcription factor CP2 (TFCP2/CP2). Studies of the mouse counterpart suggested the involvement of this
gene in the specification of anterior-posterior axis, as well as in cell proliferation in early development.
This protein was also found to interact with huntingtin interacting protein 2 (HIP2), an
ubiquitin-conjugating enzyme, and possess ubiquitin ligase activity.
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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